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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CASP9 842 BC002452 NM_032996
About the gene

Official Symbol CASP9

Previous Symbol -

Official Full Name | caspase 9

Synonyms MCHS6; ICE-LAP6; APAF-3; PPP1R56
Location 1p36.21

Gene Type protein-coding gene

Uniprot ID P55211

Pathway/Library Apoptosis Pathway Library

This gene encodes a member of the cysteine-aspartic acid protease (caspase) family. Sequential activation
of caspases plays a central role in the execution-phase of cell apoptosis. Caspases exist as inactive
proenzymes which undergo proteolytic processing at conserved aspartic residues to produce two subunits,
large and small, that dimerize to form the active enzyme. This protein is processed by caspase APAF1;
this step is thought to be one of the earliest in the caspase activation cascade. Alternative splicing results
in two transcript variants which encode different isoforms.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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